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The supplementary information include: 17 18 Table S1 . Correlation coefficients between ln(L) and ID% 19  Table S2 . Intervals that partition the L-D spaces into MN blocks with M=N=2 and 5 20 Table S3 . IDPs in the mitochondrion and chloroplast of A. thaliana 21 Figure S1 . Protein-density contour maps 22 Figure S2 . Phylogenetic trees reconstructed from the protein distributions in the L-D 23 space using (A). M=N=2 and (B). M=N=5. Eukaryotes are in red, prokaryotes (bacteria 24 and Archaea) in blue and giruses in pink branches, respectively. MEGA5 (1) was used 25 to plot the trees. Compared to the M=N=10 (Fig. 4) , the branch length of the tree is 26 larger than the M=N=10 tree. 27 Figure S3 . Phylogenetic tree reconstructed from gene densities on the LD space. Figure S1 . Protein-density contour maps (See Figure 3A in main text for the scale bar). and Archaea) in blue and giruses in pink branches, respectively. MEGA5 (1) was used 81 to plot the trees. Compared to the M=N=10 (Fig. 4) , the branch length of the tree is 82 larger than the M=N=10 tree. 83 84
